Objective: To conduct a reflection about the pathogenicity, antimicrobial resistance, and clinical implications of the infections caused by Staphylococcus aureus. Method: Reflexive analysis, supported by theoretical references about the pathogenicity, antimicrobial resistance, and clinical implications of the staphylococcal infections. Results: The pathogenesis of S. aureus infections is complex and depends on the host characteristics, expression of virulence factors and ability to develop resistance to antimicrobials. Methicillin-resistant S. aureus (MRSA) is related to an advancement of healthcare-and community-acquired infections, being vancomycin the primary therapeutic option. Infections caused by S. aureus with reduced vancomycin susceptibility (hVISA/VISA) have been associated with treatment failures and increased mortality. Conclusion: With the evolution of S. aureus to MRSA, hVISA and VISA, the treatment of staphylococcal infections has become a major challenge for the medical clinic, and an adequate and early antibiotic therapy is essential for decreasing morbidity and mortality rates related to this microorganism. Keywords: Staphylococcus aureus; Pathogenicity; Antimicrobial resistance; Reduced susceptibility to vancomycin.
STAPHYLOCOCCUS AUREUS
S. aureus are gram-positive cocci, nonmotile, non-spore forming bacteria with diameters of 0.5 -1.5 µm, that microscopically are visualized in clusters 17, 18 . These bacteria grows in non-selective culture media in optimal growing conditions at 37 ºC. It has high capacity of adaptation, being able to survive and multiply in hostile environments. They are facultative anaerobes, grow on mannitol salt agar, have a beta-hemolysis pattern in blood agar and produce catalase, coagulase and DNAse enzymes 17, 19 . . In the agr locus (Figure 1) in four groups, agrI, agrII, agrIII and agrIV based on the specific AIP-AgrC receptor binding [34] [35] [36] [37] [38] [39] [40] . An AIP can only work as an agonist for its own allelic group, so that bacteria with different agr groups interfere in accessory proteins regulation of each other 34, 36 .
Accessory gene regulator
A relation between agr groups (I-IV) and the infection type has been described for S. 
ANTIMICROBIAL RESISTANCE

Methicillin-resistant Staphylococcus aureus
Staphylococcal cassette chromosome mec
The mecA gene is a part of the mec (Mu3) is 0.9 to 1.3, the isolate is reported as hVISA 131 . 
Clinical relevance
